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D 3BNC60 germline heavy chain sequence 3BNC60 mature heavy chain sequence
(alt)a talt) (a/gg(cit)(alt) (alt)(a/g)c(cit) (alt)a talt) (alg)g(cit)(alt) (alt)(a/g)c(c/t)
wa w rayw wrey wa w rayw WrEy
Motif | Localization Motif | Localization Motif | Localization Motif | Localization Motif | Localization Motif | Localization Motif | Localization Motif | Localization
aa | 37-38(FR1) i | 7576 (FR1) aget | 811 (FR1) aget | 811 (FR1) aa | 3R t | 7576 (FR1) aget | s-)FR1) aget | 8- )iFr1)
aa | 40-41 (FR1) ta | 8283(COR1) | | gget | 24-27 (FR1) agoe | 41-44 (FR1) aa | 40-41(FR1) ta | 82-83(CDR1) | | gget [ 2427 (FR1) agee | 41-44 (FR1)
aa | 5859 (FR1) tt | e88a(cOR1) | | goct | 7275 (FR1) tact | 109-112 (CDR1) aa | 5B (FR1) w | ss@(cor) | | gget | 7275 (FR1) tact | 109-) (CDR1)
aa | 7071 (FR1) ta | 109-110 (CDR1) | | gact | 106-109 (COR1) | | aace | 169-172 (COR2) aa | 79f1(FR1) ta | 109-%0 (COR1) | | gget 10610 (COR1) | | 2zce 169-)€ (COR2)
ta | 82-83 (CDR1) ta |112-113 (COR1) | | gget | 146-149 (FR2) aact | 196-199 (FR3) ta | 82-83 (CDR1) ta | 112-113 (CDR1) [ | gget 146-X9(FR2) aact ﬂgﬁXQ(FRS)
ta | 109-110 (CDR1) ta |114-115 (COR1) | | ggea [ 190-193 (COR2) | | agee | 258-261 (FR3) ta 109XﬂfCDR1) ta | 114-115 (CDR1) [ | ggea 19'}1XICDR2) agec 258*1 (FR3)
ta | 112-113 (CDR1) tt | 149-150 (FR2) agtt | 209-212 (FR3) aget | 269-272 (FR3) ta 112x3fCDR1) tt | 148-150 (FR2) agtt 2E)QfXZ(FF!3) aget 259X2(FR3)
ta | 114-115 (COR1) ta |174-175(COR2) | | ggoa | 220-223 (FR3) tact | 307-310 (FR3) ta [ 114115 CORY [ | ta [174-175 cOR2)| | ggea | 220223 (FR3) | [ tect | 307 )0 (FR3)
aa | 143-144 (FR2) ta | 199-200 (FR3) | | agca | 253-256 (FR3) aa | 143{aa (Fr2) ta | 199)0(FR3) | | agea | 2633 (FR3)
aa | 169-170 (CDR2) tt | 211-212(FR3) | | agct | 269-272 (FR3) aa [169-170(CORZ) | | [ 211-212(FR3) | | aget | 26032 (FR3)
ta | 174-175 (CDR2) ta | 262-263 (FR3) | | agea | 274-277 (FR3) ta |174-175(COR2) | | ta | 262)§3(FRS) [ | agea [ 2747 (FR3)
aa | 195196 (COR2) | | ta | 304-305(FR3) | | goct | 278-281(FR3) sa | 195196 (COR2)| | ta | 304)05(FR3) | | auct | 27831 (FRY)
ta | 199-200 (FR3) tt | 306-307 (FR3) fa | 199-200(FR3) it [ 306-307 (FR3)
aa | 208200 (FR3) za_| 209609 (FR3)
ta | 262-263 (FR3) ta_| 26963 (FR3)
ta | 304-305 (FR3) 2| 303os (Fra)
ta | 307-308 (FR3) ta_| 30908 (FR3)




